Supplemental Figure 2. Nirogacestat PK Model Diagnostic Plots
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Lym phocytes S|ng|e cells Dump channel DV = dependent variable; PRED = population predictions; IPRED = individual predictions;
CWRES = conditional weighted residuals
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BCMA = B-cell maturation antigen; FSC-A = forward scatter area; FSC-H = forward scatter height; FSC-W = forward scatter width; 0 10 20 30 40 50 0 20000 40000 60000
Time (h) Population Whole Blood BCMA Predictions

MESF = molecules of equivalent soluble fluorochrome and is representative of the number of receptors detected on an individual cell; SSC-A = side scatter area

DV = dependent variable; PRED = population predictions; IPRED = individual predictions;
Presented at American Society of Clinical Oncology (ASCO) 2023 - June 2-6, 2023 - Chicago, IL. CWRES = conditional weighted residuals




